Black-pigmented Bacteroides spp. are important inhabitants of the human oral cavity and constitute a major component of the normal anaerobic gram-negative mouth flora. These organisms are frequently encountered in anaerobic infections of the head, neck, and respiratory tract (4) . In addition, certain species of black-pigmented Bacteroides spp., notably, Bacteroides gingivalis and Bacteroides intermedius, have been implicated in the pathogenesis of periodontal disease (7, 13) . Genetic studies of these organisms have not been reported, and most of the genetics research concerning anaerobic bacteria has been done with intestinal Bacteroides strains (the Bacteroides fragilis group) and Clostridia spp. (8, 11) . Black-pigmented Bacteroides spp. are not closely related to B. fragilis by DNA homology, and the extent to which the genetics of B. fragilis can be applied to the black-pigmented strains is unknown. Studies in B. fragilis have discovered a novel gene transfer system resembling conjugation that operates in the absence of detectable plasmids and transfers resistance to tetracycline (Tetr) and, in some strains, resistance to clindamycin as well (8, 11 press) as a hybridization probe to detect homologous sequences in B. denticola 10553 and in B. intermedius M87-1738. Both 10553 and M87-1738 have a 9-kilobase EcoRI band with strong homology to the probe (Fig. 1) . Analysis of M87-1738 by the technique of Currier and Nester (5) revealed two large cryptic plasmids, but neither of these hybridized to the Tetr probe. Instead, the homology in strain M87-1738 was contained in the chromosomal DNA band (data not shown). By using strain 10553 as the donor, the hybridizing EcoRI band was transferred with the TetT gene into three independent B. buccae transconjugants (Fig. 1,  lanes D, E, have been found in tetracycline-sensitive B. fragilis strains (Guiney et The host range of the B. denticola conjugation system extends to nonpigmented oral B. buccae and to intestinal B. fragilis isolates. The presence of these Tetr transfer systems accounts for the widespread development of Tetr in Bacteroides spp. The cotransfer of Tetr and penicillin resistance in black-pigmented strains is particularly significant, since these organisms were originally considered to be sensitive to penicillin, an antibiotic that is commonly used to treat anaerobic infections that originate in the human oral cavity. However, a dramatic increase in penicillin resistance has been seen in these strains (3). Our results document the existence of genetic transfer between oral and intestinal Bacteroides spp. and indicate important similarities between the genetic systems of these two groups of anaerobes. 
